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Figure 1 (A) Biosynthetic formsof SI wild 
type (SI- WT) and SI mutants. SI- WT or SI 
mutants wereimmunoprecipitated from 
transfected COS-1 cells, treated or not treated 
with Endoglycosidase H (Endo H) and subjected 
to Western blot analysis. 245kDa is mature 
Endo H- resistant SI; 185 kDa is Endo H product 
of mannose- rich SI. (B) Cellular localisation 
of SI- WT and SI mutants in COS-1 cells. SI 
proteins were labeled with anti- SI antibodies 
(primary) and goat anti- mouse IgG (secondary) 
carrying DyLight 488 (green). KDEL- ds Red is 
the ER marker. DAPI labels the nucleus (blue). 
Bars=30µm.

      

      

Impaired cell surface 
expression and digestive 
function of sucrase- isomaltase 
gene variants are associated 
with reduced efficacy of low 
FODMAPs diet in patients 
with IBS- D

Recent seminal reports in GUT1 2 have 
proposed an association between gene 
variants of intestinal sucrase- isomaltase 
(SI) and the onset of irritable bowel 
syndrome (IBS).3 An increased risk of 
IBS- D (diarrhoea) symptoms in individ-
uals harbouring the variant Val15Phe 
in the SI gene has been proposed due 
to partial trafficking impairment and 
reduced overall function of SI at the cell 
surface.1 2 These observations strongly 
suggested an association between 
Val15Phe and the onset of typical IBS- D 
symptoms (eg, diarrhoea and bloating4), 
which are similar to those in congenital 
SI deficiency.5 The presence of other SI 
gene variants (SIGVs) has been associ-
ated with poorer symptom response to a 
low fermentable oligosaccharides, disac-
charides, monosaccharides, and polyols 

(FODMAP) diet in IBS- D.2 However, 
molecular, cellular and functional anal-
yses of these variants are required to 
explain their potential effects on the 
digestive function of SI and diminished 
efficacy of the low FODMAP diet in 
reducing symptoms in patients with 
these variants. We therefore gener-
ated mutants of SI that harbour these 
SIGVs, namely R774G [rs147207752], 
Y975H [rs146785675] and E1414K 
[rs145734588]), by site- directed muta-
genesis, expressed them in COS-1 cells 
and studied their biosynthetic protein 
forms, trafficking and function.

Wild- type SI is normally trafficked along 
the secretory pathway and reveals two 
biosynthetic forms, an endoplasmic retic-
ulum (ER)- located mannose- rich form that 
matures in the Golgi to a complex glyco-
sylated species and is trafficked with high 
sorting fidelity to the apical membrane.6 
The trafficking competence of the three SI 

 on M
ay 22, 2023 by guest. P

rotected by copyright.
http://gut.bm

j.com
/

G
ut: first published as 10.1136/gutjnl-2019-319411 on 22 July 2019. D

ow
nloaded from

 

http://orcid.org/0000-0002-5140-6225
http://orcid.org/0000-0002-5140-6225
http://dx.doi.org/10.1136/gutjnl-2018-317807
http://dx.doi.org/10.1016/j.gie.2013.10.039
http://dx.doi.org/10.1136/gutjnl-2016-313428
http://dx.doi.org/10.1016/S2468-1253(17)30150-4
http://dx.doi.org/10.1038/ajg.2010.277
http://dx.doi.org/10.1111/j.1572-0241.2005.00306.x
http://dx.doi.org/10.4103/sjg.SJG_485_17
http://gut.bmj.com/


1539Gut August 2020 Vol 69 No 8

PostScript

Figure 2 (A) Trafficking of SI proteins 
to the cell surface. SI- WT or SI mutants 
expressed in COS-1 cells were biotinylated and 
immunoprecipitated. Biotinylated cell surface 
SI was quantified versus total cellular SI. SI 
mutants at the cell surface were quantified 
versus SI- WT set to 100%. (B) Relative Specific 
enzyme activities of SI- WT and SI mutants. 
SI proteins were immunoprecipitated from 
transfected COS-1 cells and assayed for 
enzymatic activity versus sucrose or palatinose. 
Western blotting of similar samples was used 
to quantify the specific activities compared 
with SI- WT that was set to 100% for sucrase 
or palatinase. *p<0.05,**p<0.005 and 
***p<0.0005.

mutants was assessed by endoglycosidase 
H (Endo H) that discriminates between 
the mannose- rich ER- located precursor 
and complex glycosylated mature forms.1 
Figure 1A shows that all three SIGVs are 
transport- competent, since both glyco-
forms were detected as assessed by Endo 
H treatment. These observations were 
supported by immunofluorescence images, 
which revealed these mutants in the ER 
colocalising with a ds- Red conjugated- 
protein carrying the ER retention signal, 
Lys Asp Glu Leu (KDEL) as well as in 
fluorescein isothiocyanate (FITC)- labelled 
punctate structures or lining the cell surface 
(figure 1B). Strikingly, substantial reduc-
tions in the cell surface localisation of the 
mutants were demonstrated in quantitative 
analyses using a biotinylation approach.1 
A decrease in about 50%–60% in the cell 
surface localisation was detected with 
SI- R774G and SI- Y975H being reduced 
significantly from wild type (figure 2A). 
Measurement of the specific enzymatic 
activities of the three mutants versus their 
protein expression levels in Western blots 
revealed a significant reduction of the 

digestive capacity of the mutants towards 
sucrose and palatinose. The sucrase activity 
was significantly reduced between 40% 
and 45% and palatinase between 25% 
and 70% (figure 2B). Notably, the nega-
tive effects of the three SI mutants were 
substantially higher than those that have 
been demonstrated for the Val15Phe 
variant.1 2 Altogether, the reduced enzy-
matic activity together with the lower cell 
surface expression of the SI mutants would 
elicit substantial functional deficits in the 
digestive capacity of SI at the cell surface 
and provide a potential explanation for the 
efficacy of the low FODMAP diet in SIGVs 
carriers and emphasise a potential role of 
SI in the pathogenesis of IBS- D symptoms. 
Future studies should also focus on maltase- 
glucoamylase (MGAM) that specifically 
digests α-1,4 disaccharides and is together 
with SI a major α-glucosidase of the human 
small intestine. Here, the identification and 
phenotypic categorisation of prominent SI 
(and MGAM) mutations can facilitate diag-
nosis and early treatment.

In conclusion, the evaluation of low 
FODMAP diet efficacy in relation to 
SIGVs provides strong evidence that 
such a therapeutic approach is less 
effective in individuals with reduced SI 
activity.

Diab M Husein,1 Hassan Y Naim    1

Department of Physiological Chemistry, University of 
Veterinary Medicine Hannover, Hannover, Germany

Correspondence to Professor Hassan Y Naim, 
Department of Physiological Chemistry, University of 
Veterinary Medicine Hannover Foundation, Hannover 
30559, Germany;  Hassan. Naim@ tiho- hannover. de

Correction notice this article has been corrected 
since it published Online First. the second author’s 
name has been corrected.

Contributors Diab Husein has performed the 
experiments, interpreted the results and drafted the first 
version of the manuscript. Hassan Y Naim has designed 
the study, interpreted the results and wrote the final 
version of the manuscript.

Funding this work has been supported by a non- 
restricted research grant from QOL Medical, LLC, Vero 
Beach, FL, UsA.

Competing interests None declared.

Patient consent for publication Not required.

Provenance and peer review Not commissioned; 
internally peer reviewed.

Open access this is an open access article distributed 
in accordance with the Creative Commons Attribution 
Non Commercial (CC BY- NC 4.0) license, which permits 
others to distribute, remix, adapt, build upon this work 

non- commercially, and license their derivative works on 
different terms, provided the original work is properly 
cited, appropriate credit is given, any changes made 
indicated, and the use is non- commercial. see: http:// 
creativecommons. org/ licenses/ by- nc/ 4. 0/.

© Author(s) (or their employer(s)) 2020. re- use 
permitted under CC BY- NC. No commercial re- use. see 
rights and permissions. Published by BMJ.

To cite Husein DM, Naim HY. Gut 
2020;69:1538–1539.

Received 2 July 2019
revised 10 July 2019
Accepted 12 July 2019
Published Online First 22 July 2019

Gut 2020;69:1538–1539. doi:10.1136/
gutjnl-2019-319411

ORCID iD
Hassan Y Naim http:// orcid. org/ 0000- 0003- 4884- 8425

RefeRences
 1 Henström M, Diekmann L, Bonfiglio F, et al. Functional 

variants in the sucrase–isomaltase gene associate 
with increased risk of irritable bowel syndrome. Gut 
2018;67:263–70.

 2 Zheng t, eswaran s, Photenhauer AL, et al. reduced 
efficacy of low FODMAPs diet in patients with IBs- D 
carrying sucrase- isomaltase (SI) hypomorphic variants. 
Gut 2020;69:397-8.

 3 sperber AD, Dumitrascu D, Fukudo s, et al. the global 
prevalence of IBs in adults remains elusive due to the 
heterogeneity of studies: a rome Foundation working 
team literature review. Gut 2017;66:1075–82.

 4 self MM, Czyzewski DI, Chumpitazi BP, et al. subtypes 
of irritable bowel syndrome in children and adolescents. 
Clin Gastroenterol Hepatol 2014;12:1468–73.

 5 Naim HY, Heine M, Zimmer K- P. Congenital sucrase- 
isomaltase deficiency: heterogeneity of inheritance, 
trafficking, and function of an intestinal enzyme 
complex. J Pediatr Gastroenterol Nutr 2012;55(suppl 
2):s13–20.

 6 Alfalah M, Jacob r, Preuss U, et al. O- linked glycans 
mediate apical sorting of human intestinal sucrase- 
isomaltase through association with lipid rafts. Curr Biol 
1999;9:593–6.  on M

ay 22, 2023 by guest. P
rotected by copyright.

http://gut.bm
j.com

/
G

ut: first published as 10.1136/gutjnl-2019-319411 on 22 July 2019. D
ow

nloaded from
 

http://orcid.org/0000-0003-4884-8425
http://creativecommons.org/licenses/by-nc/4.0/
http://creativecommons.org/licenses/by-nc/4.0/
http://orcid.org/0000-0003-4884-8425
http://dx.doi.org/10.1136/gutjnl-2016-312456
http://dx.doi.org/10.1136/gutjnl-2018-318036
http://dx.doi.org/10.1136/gutjnl-2015-311240
http://dx.doi.org/10.1016/j.cgh.2014.01.031
http://dx.doi.org/10.1016/S0960-9822(99)80263-2
http://gut.bmj.com/



