Supplementary Table 6. Differential taxa in the gut microbiome between HFD fed rats and controls?

Taxa® Control (%)° HFD (%) SD (control)® SD (HFD)" P value’ FDR"
p__Actinobacteria 4.029778902 0.3484431 2.412013301 0.18069445 0.00216 0.008
p__Actinobacteria;c__Actinobacteria 3.665722584 0.1226354 2.222434776 0.08057401 0.00216 0.015
p__Actinobacteria;c__Actinobacteria;o__Actinomycetales 3.30E-03 0.1039172 3.22E-03 0.08145077 0.00433 0.019
p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Corynebacteriaceae 0 2.90E-03 0 1.66E-03 0.00278 0.02
p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Corynebacteriaceae;g__Corynebacterium 0  2.90E-03 0 1.66E-03 0.00278 0.022
p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae 3.30E-03 0.1010146 3.22E-03 0.08042155 0.00433 0.02
p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g__Rothia 3.30E-03 0.1010146 3.22E-03 0.08042155 0.00433 0.022
p__Actinobacteria;c__Actinobacteria;o__Bifidobacteriales 3.662426587 0.0187181 2.223961236 0.04305751 0.005 0.019
p__Actinobacteria;c__Actinobacteria;o__Bifidobacteriales;f__Bifidobacteriaceae 3.662426587 0.0187181 2.223961236 0.04305751 0.005 0.02
p__Actinobacteria;c__Actinobacteria;o__Bifidobacteriales;f _Bifidobacteriaceae;g__Bifidobacterium 3.662426587 0.0187181 2.223961236 0.04305751 0.005 0.023
p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f __Coriobacteriaceae;g__ 0.079428326  2.09E-03 0.073136173  1.45E-03 0.00216 0.022
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__[Odoribacteraceae];g__Odoribacter 0 0.0724992 0 0.0573085 0.00278 0.022
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f __Bacteroidaceae 1.124305572 6.4851276  0.43558414 4.75443102 0.00866 0.03
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides 1.124305572 6.4851276  0.43558414 4.75443102 0.00866 0.033
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Rikenellaceae;g_ AF12 0 0.0407839 0 0.03582782 0.00962 0.033
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes 0.02800352 0.0573831 7.15E-03  0.0381522 0.01515 0.044
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _S24-7 7.821278606 1.8445615 1.607441647 0.98151079 0.00216 0.02
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_S24-7;9__ 7.821278606 1.8445615 1.607441647 0.98151079 0.00216 0.022
p__Deferribacteres 0 0.1401949 0 0.10336137 0.00278 0.008
p__Deferribacteres;c__Deferribacteres 0 0.1401949 0 0.10336137 0.00278 0.015
p__Deferribacteres;c__Deferribacteres;o__Deferribacterales 0 0.1401949 0 0.10336137 0.00278 0.019
p__Deferribacteres;c__Deferribacteres;o__Deferribacterales;f__Deferribacteraceae 0 0.1401949 0 0.10336137 0.00278 0.02
p__Deferribacteres;c__Deferribacteres;o__Deferribacterales;f __Deferribacteraceae;g__Mucispirillum 0 0.1401949 0 0.10336137 0.00278 0.022
p__Firmicutes;c__Bacilli 17.47981426 3.5316271 6.501191468 6.83021191 0.01515 0.048
p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae 2.29E-03 0 1.42E-03 0 0.00962 0.03
p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;Other 2.29E-03 0 1.42E-03 0 0.00962 0.033
p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Aerococcaceae 6.66E-04 0.0115024 1.04E-03  7.39E-03 0.00434 0.02
p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Aerococcaceae;g__Facklamia 6.66E-04 0.0115024 1.04E-03  7.39E-03 0.00434 0.022
p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Enterococcaceae 1.13E-03  6.97E-03 1.37E-03  4.25E-03 0.01291 0.039
p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus 1.13E-03  6.97E-03 1.37E-03  4.25E-03 0.01291 0.042
p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Lactobacillaceae;Other 0.323285979 0.0184738 0.116648939 0.03227513 0.005 0.023
p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae 0.044953138 0.1935069 0.064213032 0.11350143 0.01515 0.043
p__Firmicutes;c__ Bacilli;o__Lactobacillales;f __Streptococcaceae;g__Streptococcus 0.023636544  0.158998 0.026170316 0.10667991 0.01515 0.044
p__Firmicutes;c__Bacilli;o__Lactobacillales;Other 0.154968687  7.65E-03 0.072441346 0.01499157 0.00433  0.02
p__Firmicutes;c__Bacilli;o__Lactobacillales;Other;Other 0.154968687  7.65E-03 0.072441346 0.01499157 0.00433 0.022
p__Firmicutes;c__Bacilli;o__Turicibacterales 4994804053 0.1178966 2.798551225 0.06647922 0.00216 0.019
p__Firmicutes;c__Bacilli;o__Turicibacterales;f __Turicibacteraceae 4.994804053 0.1178966 2.798551225 0.06647922 0.00216  0.02
p__Firmicutes;c__Bacilli;o__Turicibacterales;f__Turicibacteraceae;g__Turicibacter 4.994804053 0.1178966 2.798551225 0.06647922 0.00216 0.022
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FDR, False discovery rate; SD, standard deviation.

? Rats were fed with HFD or stardard chow for 16 weeks.

® Taxa that are differentially represented between HFD fed rats and controls.
¢ Average abundance in control rats .

d Average abundance in HFD fed rats.

¢ Standard Deviation of the taxa in control rats .

" Standard Deviation of taxa in HFD fed rats.

9Wilcox test.
"FDR adjusted P values. FDR less than 0.05 were considered significantly different.



