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Supplementary figure 2 A mdb/db
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B Bacteroidetes Firmicutes
db/db db/db+GE

p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Leuconostocaceae;g_ Weissella;s__ Weissella_cibaria_OTU_98 Log
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotellaceae_UCG-001;s__ OTU_4
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidales_S24-7_group;g_ ;s_OTU_40 0.27
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_178 018
p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus;s__Enterococcus_faecalis_OTU_224 0.09
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidales_S24-7_group;g__;s__ OTU_15 0.00
'p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Roseburia;s__ OTU_87 -0.09
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s___ OTU_29 -0.18

p__Firmicutes;c__Clostridia;o__ Clostridiales;f__Lachnospiraceae_OTU_50 -0.27
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__Anaerotruncus;s__ OTU_139
p__Firmicutes;c__Clostridia;o__Clostridiales;f __Lachnospiraceae;g__Lachnoclostridium_OTU_69
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s__Lachnospiraceae_bacterium_COE1_OTU_159
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_105
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s__Lachnospiraceae_bacterium_COE1_OTU_142
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae_OTU_483
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_UCG-006;s___ OTU_75
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_vadinBB60_group;g_ ;s_ OTU_205
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Parabacteroides_OTU_78
p__Firmicutes;c__Clostridia;o__Clostridiales;f___Ruminococcaceae;g__Anaerotruncus;s___ OTU_163
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_52

p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_456

- p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_473
p__Firmicutes;c__Clostridia;o__Clostridiales;f __Lachnospiraceae;g_ Dorea;s_ OTU_475

p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s_ OTU_234
p__Firmicutes;c__Clostridia;o__Clostridiales;f___Ruminococcaceae;g__Ruminiclostridium_9_OTU_336
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_59
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_vadinBB60_group;g_ ;s_ OTU_83
p__Proteobacteria;c__Deltaproteobacteria;o__Desulfovibrionales;f__Desulfovibrionaceae;g__Desulfovibrio;s_ OTU_28
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g_ ;s_  OTU_124

p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s_ OTU_136
p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidales_S24-7_group;g_ ;s_  OTU_11
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_137
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_NK4A136_group;s__ OTU_45
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Blautia;s__Lachnospiraceae_bacterium_615_OTU_49
p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_OTU_35
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