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Type of analysis: visualization

Reference organism: Human (Homo sapiens)

ARID3a Genomic position: chr1:65070204-65067704
Transcription factors: ARID3a
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> Promoter sequence from -1000 to -500 bp of miR101a-3p
> NC_000001.11:c65068704-65068204 Homo sapiens chromosome 1, GRCh38.p13 Primary Assembly

5 ACTCACGAAAAACAAAAGTGAAAGT

GCCTGAAGGGAACCCAGTAGTAAAC
AAGAGTACAAAATTCTATATCTCAC
CGGAAAACAGTGGCAGAGTTCCCAA
ATATTTTTTTTTCAGCAACTGTGAA
CTTCGGAAAGAATGAAATGTCTATC
ACTCCCTTTGAATGTGAATAAGATC
AGTGTAACACGAATCCACCTTGCTC
TATGCAACTGTCTTCTGAAACAATC
CTCTGACCCTGAACACCACTTATTT
AAATAAGCGGTTCTTAAATCAATCA
ATCCGTAGTGAATGGTCCATCCCCA
CAAAACCAATCCCCATTGAAGACCA
CACCAAGTTGTGCCCCACTTTGGGA
AAAGGGGGAAAGCGGGGGTAGAGAA
AGAGGGGAAGGATTGGAACCAACAT
TAGATTGTGCCTGGTGTTGCCACGC
GGTTGTCATAAACAACGGCGTCGAA
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T GCAAACTGTTTTAAAACTTAGAAAA
100 TACGGCGGCCTTTAAACTCTATTAT 3

Supplementary Figure S13. In-silico analyses on search engines such as oPOSSOM V3 (a) and ConTra V3 (b)
found that ARID3a has a predictive binding sequence on the miR-101a-3p promoter.
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