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Supplementary Figure 6. Altered gut microbiota by D3 can affect gene expression
in ileum of mice. a, The concentration of UGN (ng/mL) in the serum of rat was
determined by ELISA. b, Kilograms of weight gain measured over time (n=3 macaques
per group). ¢, The concentration of UGN (ng/mL) in the serum of macaques was
determined by ELISA P values were determined by two-tailed Wilcoxon test and data
are presented as means + s.e.m; P >0.05 (ns); P <0.05 (*).
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Supplementary Table 1. Physicochemical properties of peptides.

Peptide HD5(1-9) D1 D2 D3 D4
Charge 2 2 3 4 3
Prob of N-in* 0.91230 0.93899 0.93899 0.96573 0.95136

[a] Total prob of N-in: The total probability that the N-term is on the cytoplasmic side of the membrane.

Supplementary Table 2. The primers used in qPCR analysis.

Target Primer Sequence (5°-3’)
Gueah Forward | GTACAGGCTGCTGATGAAATGAC
Reverse | GGATGGCGATTACTTCAATGGTG
, Forward | TCTGAAAGATCCCACGTGCC
Leptin Reverse | GGCTCAGGACATTCCAGCTT
D6 Forward | GACGTGGCAAAGAACAGCAG
Reverse | ATGGCTCCATTGGGCTGTAC
Forward | AGCAGTATGTGACCACTGTGAG
Fasn Reverse | TGATCCTCCTCTTCCAAGCAAC
Forward | AGGCCATGTCTTCAGACTTCTG
Acox2 Reverse | CCTCATACGTGCAAGAGGCTAT
. Forward CCTGGCCACTTTCTCCTCATT
Adipog Reverse | AAGAGGAACAGGAGAGCTTGC
. Forward | AGGAACTCTCTCACATGAAGC

Reverse CCTCTCTTGCTCAGTGTCCT

1L4 Forward TGAGTCCAAGTCCACATCACTG
Reverse GGTCGTTGAACTCCTCGGTC
Forward TCTCCCTCTGACCCTTAAGGAG

113 Reverse AGAGGCCATGCAATATCCTCTG
Forward AGGGCTCGGAACTCCAGAAA
Muc2 Reverse CCAGGGAATCGGTAGACATCG
Forward AACAGCAACTCCCACTCTTC
GAPDH Reverse CCTCTCTTGCTCAGTGTCCT
Forward CTTTCCCAATGTGGTGCTGTG
lgrm Reverse | AACCTCTTTCCCATGCTCTGG
IFN-y Forward CCACGGCACAGTCATTGAAAG
Reverse TGCTGATGGCCTGATTGTCTT
165 RNA 1369F CGGTGAATACGTTCYCGG
1492R GGWTACCTTGTTACGACTT
A, muciniphila Forward CAGCACGTGAAGGTGGGGAC

Reverse CCTTGCGGTTGGCTTCAGAT
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Forward | AGAACAGCAACGAGTACCGG
Cebpa-3 Reverse | TGGTCAACTCCAGCACCTTC
Forward | TGGATTTGACTGGAGGTCTGC
C-FOS Reverse | CGTTGCTGATGCTCTTGACTG
Forward | CTTCCACCTTTGCAGCATTCC
AgRP Reverse | ACACGTGACTGCTTCCTGTAG
OMC Forward | ATGCCGAGATTCTGCTACAGTC
Reverse CACCAGCTCCACACATCTATGG
oK Forward | CTGAAGGCTATAAACGTGCAGC
Reverse | CCTTTCTGGCATCCTGTACACT
Forward | CCCATCTTCCGTGGACATCAA
PTPIB Reverse AGAGCTCCTTCCACTGATCCT
Forward | ACTCTGACTCTACACTCGCCT
SOCS-3 Reverse | CGTGAAGTCTACAAAGGGGCT
Forward | CCATGAACGAGACTGACCCAA
NR2B Reverse GAAATCGAGGATCTGGGCGAT
Forward | TGACTATGGTGCGCACAGAG
uep-1 Reverse CTGCCACACCTCCAGTCATT
Uepa Forward | GATACATGAACGCTCCCCTAGG
Reverse GGCCCTCTTCAGTTGCTCATAT
ol Forward | AATGGACAAACGGCCTGAGAT
Reverse AATGGACAAACGGCCTGAGAT
CIDEA Forward | GATGCACAAGCTTCAAGGCC
Reverse | TGTATCGCCCAGTACTCGGA
Forward | AGCCGTGACCACTGACAACGAG
Pecla Reverse | AGCCGTGACCACTGACAACGAG
Forward | TCCCATCACAAGCAGAGACAC
122 Reverse | TCCCATCACAAGCAGAGACAC
Forward | GGTGGTAGAGTTTGCCAAACAC
NRIDI Reverse GGTGGTAGAGTTTGCCAAACAC
e Forward | CTGCAAGAGACTTCCATCCAGT
Reverse CTGCAAGAGACTTCCATCCAGT
s Forward | AGGCTGACAGACCCCAAAAG
Reverse | AGGCTGACAGACCCCAAAAG
Forward | CTGTGCCTCAGCCTCTTCTC
TNF-o Reverse | CTGTGCCTCAGCCTCTTCTC
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