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Figure S7: C14AsnGABA administration decrease PS-induced visceral hypersensitivity in
male and female mice. Visceral motor response to colorectal distensions (VMR) in response
to increasing pressures of distension (15, 30, 45 and 60 mmHg) was measured, in both female
(A) and male (B) PS offspring. Measurements were done before (white) and after intracolonic
administrations of C14AsnGABA (black). Data are expressed as mean * SEM (n=12 female
mice/group and n=7 male mice/group, 2 independent experiments mixing male and female).
Statistical analysis was performed using two-way Anova analysis of variance and subsequent
Sidak’s multiple comparison test. *P<0.05, **p<0.01, ****p<0.0001 significantly different
from pretreatment group. The results are also expressed as area under the curve (AUC)
presented as scatter dot plot with the mean. Statistical analysis was perform using a Wilcoxon

test. *P<0.05, ***p<0.001, significantly different from the pretreatment group.
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Figure S8. Correlation between C16LeuGABA in feces and SF-36 score. Spearman correlation
was used to analyse the correlation between the concentration of CL16LeuGABA and SF-36
score in healthy volunteers (HV, white) and patients with IBS (black). p and r values are
indicated on the graph

Petitfils C, et al. Gut 2022;0:1-12. doi: 10.1136/gutjnl-2022-328084



BMJ Publishing Group Limited (BMJ) disclaims all liability and responsibility arising from any reliance
Supplemental material placed on this supplemental material which has been supplied by the author(s) Gut

Supplementary references

[1] J. Boué et al., « Endogenous regulation of visceral pain via production of opioids by
colitogenic CD4(+) T cells in mice », Gastroenterology, vol. 146, n° 1, p. 166-175, janv.
2014, doi: 10.1053/j.gastro.2013.09.020.

[2] P. Le Faouder et al., « LC-MS/MS method for rapid and concomitant quantification of
pro-inflammatory and pro-resolving polyunsaturated fatty acid metabolites », J.
Chromatogr. B Analyt. Technol. Biomed. Life. Sci., vol. 932, p. 123-133, ao(it 2013, doi:
10.1016/j.jchromb.2013.06.014.

[3] S. Nicolas et al., « Transfer of dysbiotic gut microbiota has beneficial effects on host liver
metabolism », Mol. Syst. Biol., vol. 13, n°® 3, p. 921, mars 2017, doi:
10.15252/msb.20167356.

[4] N. Segata et al., « Metagenomic biomarker discovery and explanation », Genome Biol.,
vol. 12, n° 6, p. R60, juin 2011, doi: 10.1186/gb-2011-12-6-r60.

[5] M. G. . Langille et al., « Predictive functional profiling of microbial communities using
16S rRNA marker gene sequences », Nat. Biotechnol., vol. 31, n°9, p. 814-821, sept.
2013, doi: 10.1038/nbt.2676.

[6] O.Hammer, D. A. T. Harper, et P. D. Ryan, « PAST: Paleontological Statistics Software
Package for Education and Data Analysis », p. 9.

[7] T. Pérez-Berezo et al., « ldentification of an analgesic lipopeptide produced by the
probiotic Escherichia coli strain Nissle », Nat. Commun., vol. 8, n° 1, déc. 2017, doi:
10.1038/s41467-017-01403-9.

[8] A.Hueber et al., « Identification of bacterial lipo-amino acids: origin of regenerated fatty
acid carboxylate from dissociation of lipo-glutamate anion », Amino Acids, vol. 54, n° 2,
p. 241-250, févr. 2022, doi: 10.1007/s00726-021-03109-1.

[9] A. Hueber et al., « Discovery and quantification of lipoamino acids in bacteria », Anal.
Chim. Acta, vol. 1193, p. 339316, févr. 2022, doi: 10.1016/j.aca.2021.339316.

[10] N.Cenacet al., « Potentiation of TRPV4 signalling by histamine and serotonin: an
important mechanism for visceral hypersensitivity », Gut, vol. 59, n° 4, p. 481-488, 2010,
doi: 10.1136/gut.2009.192567.

[11] E. A.Thévenot, A. Roux, Y. Xu, E. Ezan, et C. Junot, « Analysis of the Human Adult
Urinary Metabolome Variations with Age, Body Mass Index, and Gender by
Implementing a Comprehensive Workflow for Univariate and OPLS Statistical Analyses »,
J. Proteome Res., vol. 14, n° 8, p. 3322-3335, ao(it 2015, doi:
10.1021/acs.jproteome.5b00354.

[12] Y. Guitton et al., « Create, run, share, publish, and reference your LC-MS, FIA-MS, GC-
MS, and NMR data analysis workflows with the Workflow4dMetabolomics 3.0 Galaxy
online infrastructure for metabolomics », Int. J. Biochem. Cell Biol., vol. 93, p. 89-101,
déc. 2017, doi: 10.1016/j.biocel.2017.07.002.

Petitfils C, et al. Gut 2022;0:1-12. doi: 10.1136/gutjnl-2022-328084



