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| Treg_effector_score

[Genes | [Source |

Tnfrsf4 PMID: 28889989
Tnfrsf8

Tnfrsf9

Tnfrsf14

Tnfrsf18

Tnfrsf10

Tnfrsf1b
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| Th17_differentiation

[Genes | [Source |

Tgfb1 PMID: 34385712
ll6ra

Rara

Stat3

Ifngr2

Gata3

Tbx21
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| crypt_villus_axis

[Genes | |Source |

Plac8 PMID: 30814735, 30270040
Ceacam1
Tspani
Ifi27
Dhrs9
Krt20
Rhoc
Cd177
Pkib
Hpgd
Lypd8
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| STAT3_signaling

|Genes |Genes |Genes |Genes [Source
Akt2 Ifne 115 Sos2 KEGG, GSEA.
Akt3 Ifng Il5ra Spred1 PMID: 10592173, 16199517
Bcl2l1 Ifngr1 6 Spred2
Chbl Ifngr2 l6r Spry1
Cblb Ifnk ll6st Spry2
Cblc Ifnl1 17 Spry3
Ccnd1 Ifnl2 nrr Spry4
Ccnd2 Ifni3 119 Stam
Ccnd3 Ifnir1 119r Stam?2
Cish Ifnw1 Irf9 Stat1
Clef1 1o Jak1 Stat2
Cntf II10ra Jak2 Stat3
Cntfr 1110rb Jak3 Stat4
Crebbp 11 Lep Statba
Crif2 IM1ra Lepr Stat5b
Csf2 I112a Lif Stat6
Csf2ra 1112b Lifr Tpo
Csf2rb I112rb1 Mpl Tslp
Csf3 112rb2 Myc Tyk2
Csf3r 113 Osm

Csh1 1113rat Osmr

Ctf1 I113ra2 Pias1

Ep300 115 Pias2

Epo I115ra Pias3

Epor 1119 Pias4

Gh1 2 Pik3ca

Gh2 1120 Pik3cb

Ghr I120ra Pik3cd

Grb2 1120rb Pik3cg

Ifna1 1121 Pik3r1

Ifna10 1121r Pik3r2

Ifna13 1122 Pik3r3

Ifna14 1122rat1 Pik3r5

Ifna16 1122ra2 Pim1

Ifna17 1123a Prl

Ifna2 1123r Prlr

Ifna21 1124 Ptpn11

Ifna4 1126 Ptpn6

Ifnab I2ra Socs1

Ifna6 112rb Socs?2

Ifna7 112rg Socs3

Ifna8 113 Socs4

Ifnar1 I13ra Socs5

Ifnar2 14 Socs7

Ifnb1 114r Sos1
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| NFkB_signaling

[Genes | [Source |

Fadd KEGG, GSEA.
Ikbkb PMID: 10592173, 16199517
Ikbkg

IMa

IMr1

Map3k1

Map3k 14

Map3k7

Myd88

Nfkb1

Nfkbia

Rela

Ripk1

Tab1

Tnf

Tnfaip3

Tnfrsfla

Tnfrsf1b

Tradd

Traf6
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|Antimicrobial_peptides

|Genes |

Reg3b
Reg3a
Reg3g
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