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I a: Bifidobacteriaceae
Il b: Bifidobacteriales
B c: Actinobacteria

B d: Lactobacillaceae
B e: Lactobacillales
B f: Turicibacteraceae
B g: Turicibacterales
B h: Bacilli

EEl i: Clostridiaceae

Il j: Clostridiales

I k: Clostridia

Il | Alcaligenaceae

I m: Burkholderiales
Il n: Betaproteobacteria
Bl o: Desulfovibrionaceae
B p: Desulfovibrionales
E q: Deltaproteobacteria
E r: Helicobacteraceae
Il s: Campylobacterales
Il t: Epsilonproteobacteria
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