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a: Bifidobacteriaceae

b: Bifidobacteriales

C: Actinobacteria

d: Porphyromonadaceae
e: Rikenellaceae

f: Bacteroidales

g: Bacteroidia

h: Unclassified

it Unclassified

j: Unclassified

k: Chloroplast

I: Unclassified

m: Chloroplast

n: Bacillales_Incertae_Sed
o: Staphylococcaceae

p: Bacillales

q: Lactobacillaceae

r: Streptococcaceae
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! Candidatus_Sacchanbacteria

s: Lactobacillales

t: Bacilli

u: Clostridiaceae

v: Peptostreptococcaceae
w: Clostridiales

x: Clostridia

y: Erysipelotrichaceae

2: Erysipelotrichales

a0: Erysipelotrichia

al: Rhizobiaceae

a2: Rhizobiales

a3: Alphaprotecobacteria
a4: Sutterellaceae

aS: Burkholderiales

a6: Betaproteobacteria
a7: Verrucemicrobiaceae
a8: Verrucomicrobiales
a9: Verrucomicrobiae
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