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Z-score Predicted genes

261 FADS1, FADS1, FADS1, ELOVL5, ELOVL2
2.458 FADS2, FADS2, ELOVLS5, FADS1

2.28 FADS2, ELOVL5, ELOVL7

1.681 FADS1, FADS1, ELOVLS5, ELOVL2

Edges color

O Glycerolipids and Glycerophospholipids AFatty acids O No status

‘ Active/supressed status

» Negative Z-score ———— Positive Z-score

D Sphingolipids

———>» Negative Z-score implied in an active/supressed status

=~ Positive Z-score implied in an active/supressed status
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