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Actinobacteriota
Bacteroidota
Cyanobacteria
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Firmicutes
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Family

[Eubacterium] coprostanoligenes group
Bacteroidaceae
Butyricicoccaceae
Desulfovibrionaceae
Erysipelatoclostridiaceae
Erysipelotrichaceae
Lachnospiraceae
Lactobacillaceae
Marinifilaceae
Muribaculaceae
Oscillospiraceae
Prevotellaceae
Rikenellaceae
Ruminococcaceae
Sutterellaceae
Tannerellaceae
UCG-010
Unclass_Other
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